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Abstract

The Baltic Sea is a shallow, semi-enclosed brackish ecosystem in northern Europe, which is strongly affected by climate
change and other anthropogenic disturbances such as mobile bottom trawling. The resulting drag forces exerted
by such fishing practice physically disturb the sea bed and impact all benthic organisms such as microphytobenthic
communities, which represent key primary producers in marine soft-bottom ecosystems. Despite their ecological
importance, little is known about the composition and productivity of these benthic communities in deeper areas of
the German Baltic Sea. Therefore, this study investigates the occurrence and diversity of benthic diatoms in such
unstudied areas, focusing on the Baltic Sea regions Fehmarnbelt, Rénnebank, and Oderbank. Sediment cores were
collected from depths down to 36 meters, processed ex-situ and the biodiversity of benthic diatoms evaluated using
morphological traits via light microscopy and high-throughput sequencing. The data provide novel insights on the
occurrence of benthic diatom communities in deeper areas of the Baltic Sea and these microalgae seem to be suitable
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bioindicators to document any sediment disturbance by natural or anthropogenic forces.
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1. Introduction

The Baltic Sea is a shallow semi-enclosed, brackish ecosys-
tem located in northern Europe, extending from the south
in Germany and Poland to the Bothnian Sea in the north,
just underneath the Arctic Circle. Water exchange with the
Atlantic Ocean is limited due to geomorphological barri-
ers, and water circulation is mainly driven by temperature
and salinity gradients as well as wind force. The salinity
varies from about 30 near the opening to the North Sea to
close to 0 in the northernmost part next to Finland, thereby
showing a strong horizontal gradient. Because of its rather
young geological history with still ongoing dynamic geo-
morphological and subsidence processes along the coasts,

© 2025 The Author(s). This is the Open Access article distributed
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cliff material is steadily eroding, transported by coastal
parallel currents and deposited as sediment at other lo-
cations. Consequently, the surface sediment distribution
and the upper part of the subsurface are very patchy in
many parts of the Baltic Sea (Tauber and Lemke, 1995;
Tauber et al., 1999). Fine sand, silt and clay typically accu-
mulate in deeper basins while coarse material accumulates
in shallow areas next to the shore.

The off-shore region of the German southwestern Baltic
Sea is characterized by deep glacial meltwater channels
(<35 m), deep basins (<45 m) and sandbanks (e.g. Oder-
bank) (Figure 1). In these areas movement of sediment par-
ticles is mainly caused by wind- and wave-driven hydrody-
namic forces, but with increasing intensity and frequency,
the anthropogenic influence also leads to significant dis-
turbances of sediments. One of the main anthropogenic
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Figure 1. Map of the German Baltic Sea with the study
sites Oderbank (red), Ronnebank (blue) and Fehmarnbelt
(green). Samples were taken from board of a research
vessel in a smaller area within each site. The map was
generated with QGIS.

stressors for the Baltic Sea shelves is bottom-trawling.
Fishing vessels using bottom trawls physically disturb the
seabed by towing a gear (e.g. trawls) over the seafloor
that damages or even kills many benthic organisms, reduc-
ing species biomass, abundance, and richness (de Groot,
1984; Collie et al., 2000; Sciberras et al.,, 2018). The drag
force exerted by trawling gears can scrape off, re-suspend,
and mix sediment particles (Palanques et al., 2001; O’'Neill
and Summerbell, 2016; Oberle et al., 2016), resulting in a
strong disturbance of vertical physico-chemical gradients
and for the inhabiting organisms. But the physiological,
biogeochemical and finally ecological consequences are
still unclear.

Shallow water sediments are typically occupied by mi-
crophytobenthic communities consisting of various pho-
totrophic algal groups, such as Bacillariophyceae, Chloro-
phyceae, Dinophyceae, and Cyanobacteria, but in most
cases are dominated by benthic diatoms. Such diatoms
live either in the interspaces and porewater between soft
bottom particles (=epipelic) or directly attached to soft
bottom particles (=epipsammic) in the upper cm of the
sediment (Karsten et al., 2021). The regular resuspension
of sediments by hydrodynamic forces next to the shore
and by bottom-trawling in off-shore areas can potentially
lead to strong disturbances of benthic diatom communi-
ties as reflected by transient increases in shading effects
due to higher turbidity or even the burial of cells. Both
processes are expected to affect benthic diatom biomass
and productivity, with unknown consequences for the ben-
thic food web, as microphytobenthos plays a key role as a
primary producer in many aquatic ecosystems (Cahoon,
1999). They also serve as a food source for higher trophic
levels (Brown et al., 1969; Ragueneau et al., 2006; Chris-
tianen et al.,, 2017) and regulate vertical nutrient fluxes at
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the sediment-water interface (reviewed in Ragueneau et al.
(2006), with references therein). Furthermore, microphy-
tobenthic communities play a crucial role in the ecological
dynamics of coastal environments, significantly contribut-
ing to oxygen production (Hope et al., 2019). Additionally,
sediment-associated diatoms are able to enhance sediment
stability through the secretion of adhesive extracellular
polymeric compounds (EPS; Paterson, 1989; Miller et al.,
1996; Lundkvist et al., 2007). Pelagic and benthic diatoms
provide approximately 40-50 % of the global marine pri-
mary production (Nelson et al,, 1995). The productivity
and composition of microphytobenthic communities on
tidal flats have been extensively investigated for over 40
years (for reviews see Underwood and Kromkamp, 1999;
Glud et al., 2009; Serddio and Paterson, 2022), whereas
far fewer studies exist for the Baltic Sea. Nevertheless,
the few data available clearly indicate that, for example, in
the Gulf of Gdanisk 23% of the total primary production
originated from microphytobenthic communities (Urban-
Malinga and Wiktor, 2003), recalculated by Kuriyama et
al. (2021). In addition, Ask et al. (2016) reported similar
values for the Bothnian Bay with a share of 31% of the total
annual primary production.

While at least some data exist on microphytobenthic
communities of the shallow water coastal zone of the Baltic
Sea, the deeper areas are almost unstudied. Therefore,
we focused on the following research question: which di-
atom species occur in deeper areas of the Baltic Sea? This
study was carried out within the framework of a German
research project (https://www.io-warnemuende.de/dam-
mgf-baltic-sea-home.html) on the effects of mobile bottom-
contact fishing on marine benthic communities in the Baltic
Sea from bacteria to macrozoobenthos. Because benthic
diatom communities in deeper areas are so poorly inves-
tigated, we evaluated their structure for the first time us-
ing numerous intact sediment cores from Fehmarnbelt,
Roénnebank, and Oderbank, in order to provide an initial
baseline for biodiversity at these sites. Such data are essen-
tial to document any sediment disturbance and potential
community changes by natural or anthropogenic forces.

2. Material and methods

2.1 Site description

We participated in cruises organized by GEOMAR Helmholtz
Centre for Ocean Research Kiel, which provided the re-
search vessel Alkor, and by the Leibniz Institute for Baltic
Sea Research Warnemiinde, which provided the research
vessel Elisabeth Mann Borgese (EMB). Ronnebank was sam-
pled in March 2022 during Alkor cruise (AL570; https:
//oceanrep.geomar.de/view/platform/Alkor/monog
raph=5Fcruise.html), whereas Fehmarnbelt (May/June
2020) and Oderbank (June 2021) were sampled during
EMB cruises (EMB238 and EMB267; https://www.io-war
nemuende.de/cruise-reports.html).


https://oceanrep.geomar.de/view/platform/Alkor/monograph=5Fcruise.html
https://oceanrep.geomar.de/view/platform/Alkor/monograph=5Fcruise.html
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https://www.io-warnemuende.de/cruise-reports.html
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Table 1. List of sampling sites. FB: Fehmarnbelt, OB: Oderbank, RB: Rénnebank.

Station = Number of samples Sediment characteristics Salinity =~ Water temperature  Depth  Date of sampling
(Sa) [°Cl [m]

FB 8 muddy sediments with fine sand components 20 9.6-10.3 22 May/June 2020

OB 7 well-sorted fine sand with shell-gravel 8 11.8-14.6 14 June2021

RB 6 fine sand and gravel 12 4.5-5 38 Mar/April 2022

All sampling for this study took place in three differ-
ent locations within the German sector of the Baltic Sea
(Figure 1, Table 1). Fehmarnbelt is located between Kiel
Bay and Mecklenburg Bay. It is a deep glacial meltwater
channel with a maximum depth of 35 m. The salinity is
around 20 S, (absolute salinity) due to the near opening
to the North Sea. The sediment of Fehmarnbelt is fine silt
with a fluffy layer on top. The near-bottom water tempera-
ture ranged between 9.6 and 10.3°C (Table 1). Oderbank
is located in the east of the German sector and is a shallow
sandy bottom shoal within Adlergrund. The samples were
taken here at 15 m depth with a salinity of 12 S, and a
temperature of 11.8 to 14.6°C (Table 1). Ronnebank is the
deepest sampling site with 38 m located to the east within
Arkona Bay. The near bottom temperature at the sampling
site was between 4.5 and 5°C. The sediment here is com-
posed of mainly fine sand and gravel (Table 1). All three
locations are part of the Natura 2000 area in the Baltic Sea.

2.2 Field sampling and diatom analysis

Samples were taken in different locations within the areas
of Fehmarnbelt, Oderbank and Ronnebank between 2020
and 2022. In total 8 samples were collected in Fehmarn-
belt, 6 in Ronnebank and 7 in Oderbank. Samples were
taken as a subsample from sediment cores collected by
a multicorer (MUC) with Plexiglas-tubes of 10 cm @ and
with smaller tubes of 5 cm @. In addition, standard physico-
chemical parameters were recorded from the research ves-
sel’s CTD rosette including PAR (photosynthetically active
radiation, 400-700 nm) values during the EMB cruises (for
details see the respective cruise reports mentioned above).
For both EMB cruises the diffusive attenuation coefficient
of downwelling PAR (K, (PAR) m~1) was calculated accord-
ing to Kirk (1994).

The sediment cores were first used for oxygen measure-
ments on the intact core. For diatom community analyses,
always the top surface layer of each sediment core (0-1
cm) was carefully removed using a spatula, right after the
oxygen measurements. Each of the samples was either con-
served with Lugol’s solution and afterwards stored in the
fridge or samples were frozen directly after sampling, until
further preparations in the lab. After a thorough wash-
ing, organic matter was removed by boiling with hydrogen
peroxide (35%), following the protocol of Kuriyama et al.
(2023). The cleaned diatom frustules were then mounted
on microscopy slides using Naphrax®(Brunel Microscopes
Ltd, Wiltshire, UK). For identification of diatoms, a light mi-
croscope with 1,000x magnification was used (Olympus

BX 52, Olympus Hamburg, Germany). For each sample a
minimum of 200 intact frustules per sample were counted,
but in most cases >350 valves were available for this ap-
proach. The identification of each diatom species is based
on morphological traits and was carried out with the help
of several monographies on diatom taxonomy and more
specific publications (e.g Witkowski (2000) and taxonomic
literature given by Woelfel et al. (2014)). After species
identification, taxa counts were transformed into relative
abundances and taxonomic names were verified according
to (Guiry and Guiry, 2025).

2.3 Molecular sampling and DNA extraction
Sediment samples for the DNA extraction were taken out
of a Multicorer core (10 @) from the upper 1 cm layer, and
immediately frozen. DNA samples were stored at —20°C
until further use. The extraction of the DNA was conducted
with a commercial kit (DNeasy Power Score Pro, Qiagen,
Hilden, Germany) following the manufacturer’s instruc-
tions. PCR was conducted for the V4 region of 18S rRNA
gene using TAReuk454FWD1 and TAReukREV3 primers
following the protocol of Bradley et al. (2016). DNA con-
centrations were checked using gel electrophoresis (1.2%
agarose gel) and Nanodrop® (PeqLab Biotechnology LLC;
Erlangen, Germany). The PCR products were sent to Mi-
crosynth (SEQlab Goéttingen, Germany) for library sequenc-
ing. Genetic differences among diatom species found in
Oderbank and Fehmarnbelt were investigated based on
the 18S V4, which is thelargest and most complex of the
highly variable regions on the 18S locus (Zimmermann et
al,, 2011).

2.4 Bioinformatics

18S Illumina sequencing amplicons were denoised with
DADA (version 1.18.0; Callahan et al., 2016), and oper-
ational taxonomic units (OTUs) were assigned to the de-
noised fragments using the sklearn classifier (version
0.23.1; Pedregosa et al., 2011) against rRNAs clustered to
99% identity from the SILVA database version 138 (Quast
etal, 2013). Both procedures of denoising and assignment
were carried out with the QIIME2 pipeline version 2020.11
(Bolyen et al., 2019). The obtained OTU table was then pro-
cessed with the phyloseq (version 1.22.3; McMurdie and
Holmes, 2013) and microbiome R package (version 1.9.96;
Salonen et al., 2012; Shetty et al., 2017) and Bioconductor
R packages.
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Figure 2. Relative abundance of benthic diatom valves compared to planktonic valves for each study site (Fehmarnbelt
(n=8), Oderbank (n = 7), Ronnebank(n = 6)). The data are based on microscopical counts of a minimum of 200 valves

for each sample.

2.5 Statistics

Individual sediment core communities were counted un-
der the light microscope and the relative abundance for
each species was expressed as percentage of the total com-
munity. For all taxa >5% relative abundance mean value
+ standard deviation was calculated. All calculations were
undertaken using Microsoft Office Excel (2021). The statis-
tical analyses and graphical illustrations were carried out
with R (R Core Team, 2019) and R Studio (Boston, MA, USA).
Cluster analyses and analysis of similarity (AnoSim) were
calculated using Bray-Curtis distance and 1000 permuta-
tions in the vegan package (Barry and Hartigan, 1999),
p < 0.05 was considered as significant. Figures were illus-
trated, using ggplot2 (Wickham, 2016).

3. Results

The samples were taken in three different locations. The
sediment varied from muddy sediment with fine sand com-
ponents in Fehmarnbelt to fine sand with shell gravel in
Oderbank and Rénnebank. Salinity differed also among
locations. The highest salinity was measured in Fehmarn-
belt with 20 S, and the lowest in Oderbank with 8 S,. Ron-
nebank was in between those values with 12 S,. The diffu-
sive attenuation coefficient K;(PAR) m~! at Fehmarnbelt
slightly varied between 0.31 and 0.34, while it was almost
stable at Oderbank with 0.38.

In total 102 benthic diatom taxa were identified in
Fehmarnbelt, 71 in Oderbank and 13 taxa in Ronnebank
(Figure 2). For the area of Oderbank a total of 97% of
all valves counted were assigned to benthic diatoms and
only 3% were members of planktonic genera (Figure 2). In
Fehmarnbelt 24% of all counted valves belonged to benthic
diatoms and 76% were planktonic species. In Ronnebank

Genus

Tabularia other
Pseudostaurosira Amphora
Planothidium Astartiella
Openh Catenula
pephora ® Cocconeis
Nitzschia ° ) () ® Dimeregramma
Navicula o [ ) ® Fallacia
Fragilaria [ ) . [ ) ® Fragiaria
) ® Navicula
Fallacia ° o ® Nitzschia
Dimeregramma [ ] Opephora
Cocconeis PY ’ PY Planothidium
Catonula Pseudostaurosira
Tabularia
Astartiella
Abundance
Amphora
@ o
other
@ o
FB OB RB

0

Figure 3. Proportions of the most abundant benthic diatom
genera grouped by the sampling sites Fehmarnbelt (FB,
n = 8), Oderbank (OB, n =7) and Rénnebank (RB, n = 6)
based on counts of a minimum of 200 valves per sample,
visualized as a bubble plot.

the least amount of benthic diatoms was counted with a
share of only 3% benthic diatom species compared to 97%
share of planktonic diatoms (Figure 2).

The main genera of benthic diatoms found in Fehmarn-
belt with an abundance > 5% were Tabularia spp. (17.3
+ 8.4%), Opephora spp. (16.8 + 11.1%), Fragilaria spp.
(6.1 + 4.1%), Navicula spp. (8.2 + 5.6%), Pseudostaurosira
spp. (5.4 £ 3.8%) and Dimeregramma spp. (5.4 * 3.7%)
(Figures 3 and 5). In the area of Oderbank members of Coc-
coneis spp. (24.2 + 7.6%), Amphora spp. (12.8 + 3.5%),
Navicula spp. (9.8 + 2.9%), Fallacia spp. (7.1 £ 1.6%),
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Figure 4. Cluster analysis of benthic diatom species composition across the three sites based on Bray-Curtis dissimilarity.
The dendrogram illustrates the similarity of community structure, with branch colors indicating site-specific groups. FB
- Fehrmanbelt (green), OB - Oderbank (red), RB - Ronnebank (blue).

Planothidium spp. (6.8 * 3.1%), Catenula spp. (6.9 £ 3.9%)
and Astartiella spp. (5.7 + 2.7%) dominated (Figures 3 and
5). In Rénnebank much fewer species were observed in
general, and the genera counted with an abundance >5 %
were Navicula spp. (52.8 £ 19.2%), Opephora spp. (11.1 £+
5.1%), Nitzschia spp. (8.3 £ 3.1%), Pseudostaurosira spp.
(8.3 + 4.7%) and Fragilaria spp. (5.6 + 3.0%) (Figures 3
and 5).

In the sediment samples from Oderbank, the total num-
ber of epipelic taxa was higher than that of epipsammic
species, but the latter were more abundant: the epipsam-
mic diatom group attached to sand grains made up 39.5%
of the benthic diatoms, while the group of epipelic diatoms
accounted for 21.5%. However, species that are docu-
mented to have different life-forms including epipelic and
epipsammic ones reached with 39.1% of all valves a rela-
tively large portion of total benthic diatom valves.

For Fehmarnbelt the total number of epipsammic taxa
was higher than any other group with 44 different species
and a total benthic abundance of 50.5%. Epipelic species
made up 13.8% of the total benthic valve counts. Species
with a mixed life-form of epipsammic, epipelic, epiphytic
etc. made up 11.7%. Six additional valve types could not
be assigned to any described taxa.

The most abundant benthic diatom group at Rénnebank
is epipelic with 66.7% of the total benthic valve count. This
large portion is mostly due to one species that occurred in
all samples of Ronnebank with an abundance of 52.8% of
all counted valves, namely Navicula cf. flagellifera Hustedt.

Cyclotella choctawhatcheeana A.K.S. Prasad, classified
by Snoeijs (1993) as pelagic and sometimes epilithic taxa,
was also identified in samples from Oderbank and Fehmarn-
belt. Although it can also occur attached to sand grains
(Kuriyama et al., 2023), in our samples it was counted
mainly as pelagic. Purely planktonic taxa were observed
in all sampling sites, with the least percentage in Oder-
bank (3% plankton). The most abundant planktonic gen-
era observed were Thalassiosira spp., Skeletonema spp.
and Chaetoceros spp. in a permanent stage.

The benthic diatom community composition differed
significantly between the three sites, each site forming
a separate cluster (AnoSim: R=0.9996, p=0.001;
Figure 4).

Comparing the counted genera from Fehmarnbelt and
Oderbank (Figure 6), Fehmarnbelt has a larger set of exclu-
sive species (16) compared to Oderbank (8), but there is
still a significant overlap, with 18 species shared between
the two sites.
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Figure 5. Representative light microscopic images of valves of the most abundant benthic diatom species found at the
different sampling sites. No. 10-6: Opephora guenter grassii, no. 7-8: Cocconeis nugalas, no. 9-10: Nanofrustulum
krumbeinii, no. 11-13: Dimeregramma menor, no. 14-16: Navicula perminuta, no. 17-20: Amphora inariensis, no. 21-23:
Catenula adherens, no. 24-27: Cocconeis disculoides, no. 28-30: Astartiella bahusiens. Scale bar (no. 24) =10 um.

Samples for the molecular biological community anal-
ysis were sampled only at Oderbank and Fehmarnbelt
(Figure 7). While in the samples of Fehmarnbelt only plank-
tonic species could be identified using the molecular marker
V4 region of the 18S rRNA gene, samples from the Oder-
bank showed signals also from benthic species. As a result,
the diatom composition between those sites differed sig-
nificantly (AnoSim: R=0.3906, p =0.001). Most Fehmarn-
belt samples form a unique cluster (Figure 4 - green block).
In comparison, the diatom communities from Oderbank
were more heterogeneous, resulting in three distinct clus-

ters (Figure 4 - red block).

Detected species with the highest abundances were
Skeletonema spp., Thalassiosira spp. and Chaetoceros spp.
These molecular data are similar to those derived from
the morphological light microscopy approach (Figure 8)
in terms of planktonic species. The genus Pinnularia was
detected only by using the molecular approach but not
with the morphological method. However, closely related
species of Chamaepinnularia were observed several times
in the Oderbank sediment samples.
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Figure 6. Comparison of counted genera found in Fehmarn-
belt (n =8) and Oderbank (n = 7). Based on counts of a
minimum of 200 valves per sample.

Genus
Unclassified Attheya
Chaetoceros
Thalassiosira Navicula
® Other
Skeletonemat ® Pinnularia
® Rhizosolenids
Rhizosolenids [ ] Skeletonema
Thalassiosira
Pinnularia Unclassified
Abundance
Other . [ ]
@ -
Navicula
0.4
Chaetoceros; .
Attheya
0.6
FB OB

Area

Figure 7. Comparison of diatom genera (plankton and
benthic) detected with NGS in Oderbank (n=46) and
Fehmarnbelt (n =44), visualized as a bubble plot. De-
picted in the diagram are the most common genera for
both areas. NGS analysis based on V4 region of the 18S
rRNA subunit. OTUs used over following threshold: Detec-
tion 0.1%, Prevalence 5%.

4. Discussion

This is the first field study on benthic diatom communities
from deeper off-shore areas of the Baltic Sea, with a focus
on three different sites within the German sector of this
brackish ecosystem. The diatom community was mostly
composed of benthic diatom genera. 97% of all valves
counted were in fact benthic and only 3% of the valves be-
longed to planktonic genera. Consequently, the off-shore
Oderbank community resembled a typical microphyto-
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benthic community as described from the shallow coastal
zone of different Baltic Sea locations (Witkowski, 1994;
Vilbaste et al.,, 2000; Virta and Soininen 2017; Kuriyama et
al,, 2023). Fehmarnbelt is located in the western Baltic Sea,
and is characterized by a deep glacial meltwater channel,
22 m depth, fine silt sediment with a fluffy layer on top,
and a salinity of around 20 S,. Here the composition of
the diatom genera conspicuously differed from Oderbank
as planktonic species (76%) dominated over benthic taxa
(24%). At the Fehmarnbelt station the microphytoben-
thic community was partly composed of typical benthic
species, but the most abundant group was represented
by planktonic diatom specimens that most probably sedi-
mented from the water column along with tychoplanktonic
taxa. Tychoplankton refers to diatoms that are typically
found attached or associated to sediments or solid sub-
strates and that enter the water column when physical
forces (waves, currents etc.) suspend them or tear them
loose from the substrate (Hendey, 1965). Ronnebank is
the deepest sampling area of those three investigated in
the present study with depth of 38 m and characterized
by fine silt and gravel sediment and a salinity of 12 S,.
Considering the depth of this sampling site the composi-
tion of the diatom community is not surprising with 97%
planktonic genera over only 3% benthic species. Although
the number of benthic diatom species strongly declined
at Ronnebank, some taxa, such as Navicula cf. flagellif-
era, were highly abundant, pointing to numerous vital and
physiologically active cells. Nevertheless, the diversity of
microphytobenthic communities declined with increas-
ing water depth across the three sampling stations which
might be explained by the underwater light conditions. Op-
tical measurements in the Gulf of Finland indicated a 1%
euphotic depth of 18 m during summer, i.e. at this water
depth 1% of the incident solar PAR (photosynthetically ac-
tive radiation) could be detected (~16 umol photons m™2
s™1) (Luhtala et al., 2013). Other studies in this region
reported even depths between 25 and 35 m in summer
with sufficient light for marine phototrophic organisms
(Lindstrém, 2000). However, the underwater light condi-
tions in the Baltic Sea and adjacent inner coastal waters
are extremely variable due to regular meteorological and
hydrodynamic changes along with seasonal phytoplank-
ton blooms, suspended particles and colored dissolved
organic matter (cDOM) (Schubert et al., 2001). If we con-
sider the data of Luhtala et al. (2013) for calculation of
the underwater conditions at 15 m depth at the Oderbank
and 22 m depth at Fehmarnbelt, ~20-30 pmol photons
PARm 2 st and ~10-15 pmol photons PAR m™2 571, re-
spectively, can be estimated for a typical summer day. For
Rénnebank we expect <5 umol photons PAR m? s™1 at
38 m depth. These considerations are supported by the
calculated diffusive attenuation coefficients K;(PAR) m™!
of 0.31-0.34 at Fehmarnbelt and 0.38 at Oderbank, both
for June. During a sunny late spring day around 5 and 7
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Figure 8. Comparison of diatom genera (plankton) detected with NGS and valves counted using microscopy for species
found in Fehmarnbelt (n = 8) only. Graph includes only valves of planktonic diatoms.

pmol photons PAR m~2 s™! would reach the sea floor of
Fehmarnbelt and Oderbank, respectively. Such seemingly
low photon fluence rates are more than sufficient to sup-
port photosynthetic growth, as theoretical considerations
based on biochemical knowledge clearly indicate as the ab-
solute lower light requirement for photosynthetic growth
in microalgae light values of around 0.01 pmol photons
PAR m~2 s71 (Raven et al,, 2000). In the water column,
phytoplankton primary production has been documented
at photon fluence rates as low as 0.3-5 pmol photons PAR
m~2 s~ (Robinson et al., 1995), and the depth-record for
viable benthic diatoms stems from 67 to 191 m of the North
Carolina continental margin with light levels >0.106 pmol
photons PAR m~2 s—1 (McGee et al., 2008). A recent study

by Hoppe et al. (2024) confirmed such low light values, as
these authors reported photosynthetic growth and algal
biomass buildup of under-ice associated Arctic diatoms
at a daily average photon fluence rate <0.04 + 0.02 umol
photons PARm™2 s™1, which is >100-fold less compared to
the calculated PAR values for the Baltic Sea stations. Never-
theless, continuous underwater light measurements over
the course of the seasons are missing for deeper stations
of the Baltic Sea.

Many benthic diatoms from the Baltic Sea exhibit very
low light requirements for photosynthesis together with
a pronounced photophysiological plasticity (Prelle et al,,
2021; Prelle and Karsten, 2022), both of which might ex-
plain their abundance and obvious ecological success at
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greater depth in the off-shore region. Besides photosyn-
thesis, also the presence of dissolved organic molecules
such as cDOM can potentially support a heterotrophic or
mixotrophic lifestyle in benthic diatoms. Both facultative
and obligate heterotrophic metabolism has been docu-
mented in benthic diatoms (Villanova et al., 2017). Prelle
and Karsten (2022) reported strong stimulation of growth
in various benthic Baltic Sea diatoms in the dark by organic
compounds derived from a coastal peatland, providing ex-
perimental evidence for heterotrophic metabolism.

The presence of microphytobenthic communities at
greater depth in the off-shore region of the Baltic Sea is
a significant finding, as these phototrophic biofilms play
a generally crucial role as primary producers in aquatic
ecosystems (Cahoon, 1999) and provide numerous other
ecosystem services such as food sources for many inver-
tebrates and a stabilization of sediment surfaces etc. (see
Introduction). However, benthic diatoms have mainly been
studied in the intertidal zone and the shallow water area
of various coasts of the Baltic Sea (Ask et al., 2016; Chris-
tianen et al,, 2017; Karsten et al,, 2021), and hence the
assumed function of these phototrophs, also in deeper off-
shore regions, still has to be verified. Besides a lack of
data concerning the ecological functions of microphyto-
benthic communities in deeper areas of the Baltic Sea and
their contribution to the ecosystem, there is also very little
known on the structure of such communities.

Overall, we found a surprisingly high number of ben-
thic diatom species and a diverse community in our sam-
ples. We identified 102 different benthic diatom taxa in the
Fehmarnbelt samples, 71 in the Oderbank samples and still
13 species in Ronnebank samples. Considering the depth
of the sampling area the diversity can be described as high
compared to other studies in purely shallow coastal areas,
for which authors reported 103 taxa in a brackish lagoon of
the southern Baltic coast (Kuriyama et al., 2023), 129 taxa
in the littoral zone of the Gulf of Riga (Vilbaste et al., 2000),
230 taxa in the Gulf of Finland and Bothnian Bay (Virta and
Soininen, 2017), or 245 taxa in a rewetted coastal peatland
(Schultz et al.,, 2024). The analysis of benthic diatom as-
semblages from sediment samples collected at Oderbank,
Fehmarnbelt, and Ronnebank revealed distinct differences
in species diversity, abundance, and life-forms. These find-
ings highlight the complexity of diatom communities in
marine environments.

The diatom communities in Fehmarnbelt and Oder-
bank are made up of a mix of epipsammic, epipelic and
partly epiphytic taxa. At Oderbank, the total number of
epipelic taxa was higher than that of epipsammic taxa.
However, the epipsammic diatom group, which attaches to
sand grains, was more abundant, accounting for 39.5% of
all benthic diatoms. In contrast, the epipelic diatoms made
up only 21.5% of the benthic community. Interestingly,
species capable of adopting multiple life-forms, includ-
ing epipelic and epipsammic, represented a substantial
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39.1% of all benthic diatom valves. In Fehmarnbelt, the
benthic diatom assemblage was characterized by a higher
total number of epipsammic taxa than any other group,
with 44 identified species contributing 50.5% to the total
benthic diatom abundance. Epipelic species, in compari-
son, accounted for 13.8% of the total benthic valve counts,
while taxa with mixed life-forms (epipsammic, epipelic, epi-
phytic, etc.) contributed 11.7%. Ronnebank presented a
contrasting pattern, where epipelic diatoms dominated the
benthic community, comprising 66.7% of the total benthic
valve count. However, the only abundant benthic species
observed in Ronnebank is an unidentified species belong-
ing to the genera Navicula spp. Notably, many species could
notbe identified further than to genus level, reflecting a sig-
nificant gap in current taxonomic knowledge, especially in
the southern areas of the Baltic Sea. The community struc-
ture found is common in many shallow water bodies of the
Baltic Sea as described earlier (e.g., Vilbaste et al., 2000;
Kuriyama et al., 2023). However, the striking differences
in diatom community composition among the surveyed
areas are noteworthy, especially given their geographic
proximity. We found 16 genera that were only abundant
in Fehmarnbelt (e.g. Tabularia spp. 17.3% and Dimere-
gramma sp. 5.3%) and 8 genera that only occurred in Oder-
bank (e.g. Astartiella spp. 5.8%). In addition, the benthic
diatom communities described in the present study are
similar, but not identical to those found at shallow coastal
sites of the Baltic Sea (Vilbaste et al., 2000; Schultz et al,,
2024, and references therein). On the other hand, abun-
dant species such as Cocconeis disculoides from Oderbank
or Dimeregramma minus from Fehmarnbelt are not known
from shallow coast sediments. Consequently, the benthic
diatom communities from different Baltic Sea habitats ap-
pear to consist of a mixture of widely distributed and highly
specific taxa.

Most interesting is the fact that some abundant species
of inner coastal waters of the southern Baltic Sea, such
as, for example, Epithemia gibba and Rhoicosphenia ab-
breviata, which are known as indicators for eutrophic wa-
ter conditions in the Darss Zingst lagoon (Kuriyama et al.,
2023), were completely missing in our off-shore samples.
The ecological preferences of dominant benthic diatom
species in the Gulf of Gdansk were studied by Stachura-
Suchoples (2001), who considered Pseudostaurosiropsis
geocollegarum, Opephora guenter-grassii and Opephora
mutabilis as indicators for oligotrophic, and Cyclotella
choctawhatcheeana and Pseudostaurosira brevistriata for
eutrophic conditions. In our samples from Oderbank and
Fehmarnbelt, both oligotrophic and eutrophic taxa oc-
curred in parallel and in similar abundance, indicating that
the bioindicator concept of Stachura-Suchoples (2001) is
not plausible. An explanation might be related to physico-
chemical differences in near-shore (Gulf of Gdansk) versus
off-shore sites. However, the Baltic Sea with its diverse
coastal zones and off-shore provinces is considered as a



Benthic diatom commumtzes i

widely eutrophic marine ecosystem (Savchuk, 2018), and
hence the occurrence of the oligotrophic species P. geo-
collegarum, O. guenter-grassii and O. mutabilis indicates
that they can also tolerate a wide range of trophy levels.
Despite the geographical proximity of the areas studied,
they differ not only in depth, temperature, salinity and
sediment characteristics, but most probably also in the
availability of light, thereby explaining the site-specific
differences in diatom communities. Nevertheless, Oder-
bank and Fehmarnbelt still share a significant overlap of
18 species that occur in both areas. The genus Navicula
spp. is in all three sampling sites one of the most abundant
genera.

For the genetic identification of the diatom genera, we
utilized the widely applied V4 region of the 18S rRNA locus,
known for its high variability (Zimmermann et al., 2011).
This region is particularly effective for detecting genetic
differences on the genus level, making it a popular choice
in molecular ecology studies. Using Next-Generation Se-
quencing (NGS), we were able to predominantly identify
planktonic diatom genera in our samples.

While the molecular data largely mirrored the LM ob-
servations in terms of planktonic diatom genera, they failed
to detect most benthic taxa that were clearly identified
through light microscopy - especially in samples from
Oderbank, where LM revealed up to 97% benthic valves.
This discrepancy highlights substantial limitations in cur-
rent genetic reference libraries, which lack sufficient repre-
sentation of benthic species. Many sequences remain unas-
signed, and the incomplete reference coverage restricts the
accurate identification of benthic diatoms using genetic
methods. As a result, it is currently impossible to reliably
encode benthic diatoms through NGS alone. Given this
limitation, LM currently remains the most reliable method
for the identification of marine benthic diatoms. However,
our findings also suggest that the V4 region may not be the
optimal genetic marker for all benthic diatom taxa. Alter-
native loci, such as rbcL, which offers broader coverage and
better reference support for benthic diatoms, might pro-
vide more accurate and comprehensive results in future
studies on biodiversity.

In conclusion, while NGS using the V4 region is a pow-
erful tool for detecting/identifying planktonic diatoms, its
current application for benthic taxa is strongly limited. Fur-
ther refinement of genetic libraries and the consideration
of additional and/or alternative markers are necessary to
improve the accuracy of molecular diatom identification
particularly for benthic taxa.

This study provides a crucial baseline for future re-
search on the structure of microphytobenthic communi-
ties and their key functions, such as primary production, in
deeper off-shore regions of the Baltic Sea. Benthic diatoms
in limnic systems have been used worldwide over decades
as biological indicator organisms assessing the ecological
status of water bodies. Their sensitivity to multiple abi-
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otic factors, for example, eutrophication, pH and salinity,
is well documented (Kwandrans et al.,, 1998; Kelly et al.,
2009; Antonelli et al.,, 2017) and are nowadays system-
atically used in EU biomonitoring programs (“biological
quality elements”) legally required by the European Water
Framework Directive. The goal is to assess the ecological
status of aquatic habitats (= “ecosystem health”) within
all EU countries as a benchmark for both joint scientific
and management purposes.

Currently, little to no data are available on benthic di-
atoms in deeper regions of the German Baltic Sea, and
thus information on their diversity in the southern Baltic
Sea is limited. This study helps to bridge this knowledge
gap by documenting benthic diatom communities at off-
shore sites and provides a foundational dataset to sup-
port future research and monitoring programs. Given their
well-established role as bioindicators in freshwater sys-
tems, understanding which diatom species are present in
the Baltic Sea is essential for developing effective moni-
toring strategies. Such data can be particularly useful in
assessing the impacts of sediment disturbances caused
by anthropogenic activities such as bottom trawl fishing.
By providing a clear picture of benthic diatom diversity,
this study lays the groundwork for future investigations
into environmental changes and human impacts on the
Baltic Sea marine ecosystem, reinforcing the importance
of microphytobenthic communities in sustaining primary
production and overall ecosystem health.

5. Conclusion

This study provides the first experimental insights into
benthic diatom communities in deeper off-shore areas of
the Baltic Sea, establishing an essential baseline for fu-
ture research. Our findings reveal distinct differences in
diatom community composition among the three study
sites, shaped by factors such as depth, salinity, and sed-
iment characteristics. While the shallow Oderbank was
dominated by benthic diatom species, Fehmarnbelt and
Ronnebank exhibited a higher proportion of planktonic
taxa, likely due to reduced light availability with increasing
depth. Despite limitations in genetic identification, mor-
phological analyses uncovered a surprisingly high diversity
of benthic diatoms even at greater depths, underscoring
their ecological significance. Future research should build
on these findings by investigating seasonal variations in
benthic diatom communities and their responses to envi-
ronmental stressors such as sediment resuspension, eu-
trophication, and climate change. Additionally, integrat-
ing advanced molecular techniques with traditional mi-
croscopy could enhance species identification and improve
our understanding of diatom diversity in these habitats.
Finally, exploring the functional role of benthic diatoms in
nutrient cycling and sediment stability could provide valu-
able insights into their broader ecological impact within
the Baltic Sea ecosystem.



www.czasopisma.pan.pl P
Benthic diatom communities i

Acknowledgements

This work was conducted within the DAM pilot mission
“MGF-Ostsee” (Grant No. 03F0848A) funded by the Ger-
man Federal Ministry of Education and Research. Sincere
appreciation is also extended to the crews of the r/v Alkor
and Elisabeth Mann Borgese for their hospitality and sup-
port throughout the cruises. In addition, we would like
to thank Robert Mars (IOW) for providing the crude light
data.

Conflict of interest

None declared.

Supplementary material

Supplementary material associated with this article can
be found here.

References

Antonelli, M., Wetzel, C. E., Ector, L., Teuling, A. ], Pfister, L.,
2017. On the potential for terrestrial diatom commu-
nities and diatom indices to identify anthropic distur-
bance in soils. Ecol. Indic. 75, 73-81.
https://doi.org/10.1016/j.ecolind.2016.12.003

Ask, ], Rowe, 0., Brugel, S., Stromgren, M., Bystrom, P, An-
dersson, A., 2016. Importance of coastal primary pro-
duction in the northern Baltic Sea. Ambio 45, 635-648.
https://doi.org/10.1007/s13280-016-0778-5

Barry, R. G., Hartigan, P.]., 1999. Vegan: Community Ecology
Package. R Package Version 2.5-6.
https://CRAN.R-project.org/package=vegan

Bolyen, E., Rideout, . R,, Dillon, M. R., Bokulich, N. A., Ab-
net, C. C,, Al Ghalith, G. A., Caporaso, J. G., 2019. Re-
producible, interactive, scalable and extensible micro-
biome data science using QIIME 2. Nat. Biotechnol. 37,
852-857.
https://doi.org/10.1038/s41587-019-0209-9

Bradley, I.M., Pinto, A.J., Guest, ].S., 2016. Design and eval-
uation of lllumina MiSeq-compatible, 18S rRNA gene-
specific primers for improved characterization of mixed
phototrophic communities. Appl. Environ. Microbiol.
82.
https://doi.org/10.1128/AEM.01630-16

Brown, M. R., GrDunstan, G. A., Norwood, S. ], Miller, K. A,
1969. Effects of harvest stage and light on the biochem-
ical composition of the Diatom Thalassiosira pseudo-
nana. ]. Phycol. 32, 64-73.
https://doi.org/10.1111/j.0022-3646.1996.00064.x

Cahoon, L. B.,1999. The role of benthic microalgae in neritic
ecosystems. Oceanogr. Mar. Biol. 37, 40-86.
https://doi.org/10.1201/9781482298550-4

Callahan, B.]., McMurdie, PJ., Han, AW, Johnson, A.]., Hol-
mes, S.P, 2016. DADAZ2: High-resolution sample infer-
ence from Illlumina amplicon data. Nat. Methods 13,

N www.journals.pan.pl

reas of the German Baltic Sea 11/13

581-583.
https://doi.org/10.1038 /nmeth.3869

Christianen, M. ], Middelburg, . ]., Holthuijsen, S. |, Jouta,
], Compton, T.].,, van der Heide, T, Schouten, S., Olff, H.,
2017. Benthic primary producers are key to sustain the
Wadden Sea food web: stable carbon isotope analysis
at landscape scale. Ecology 98, 1498-1512.
https://doi.org/10.1002/ecy.1837

Collie, ].S., Hall, S.J., Kaiser, M.]., Poiner, L.R., 2000. A quanti-
tative analysis of fishing impacts on shelf-sea benthos. ].
Anim. Ecol. 69, 785-798.
https://doi.org/10.1046/j.1365-2656.2000.00434 .xx

de Groot, S., 1984. The impact of bottom trawling on benthic
fauna of the North Sea. Ocean Manag. 9, 177-190.
https://doi.org/10.1016/0302-184X(84)90002-7

Glud, R. N., Woelfel, ., Karsten, U., Kiihl, M., Rysgaard, S,
2009. Benthic microalgal production in the Arctic: Ap-
plied methods and status of the current database. Bot.
Mar. 52, 559-571.
https://doi:10.1515/B0OT.2009.074

Guiry, M.D., Guiry, G.M., 2025. AlgaeBase. World-wide elec-
tronic publication, University of Galway:.
https://www.algaebase.org

Hendey, N.I., 1965. An Introductory Account of the Smaller
Algae of British Coastal Waters. Part V. Bacillariophy-
ceae (Diatoms). ]. Mar. Biol. Assoc. UK. 45, 798.
https://doi.org/10.1017/S0025315400016660

Hope, J. A, Paterson, D. M., Thrush, S. E, 2019. The role
of microphytobenthos in soft-sediment ecological net-
works and their contribution to the delivery of multiple
ecosystem services. ]. Ecol. 108 (3).
https://doi.org/10.1111/1365-2745.13322

Hoppe, C.J.M,, Fuchs, N., Notz, D. et al., 2024. Photosyn-
thetic light requirement near the theoretical minimum
detected in Arctic microalgae. Nat. Commun. 15, 7385.
https://doi.org/10.1038/s41467-024-51636-8

Karsten, U,, Kuriyama, K., Hiibener, T.,, Woelfel, ]., 2021. Ben-
thic Diatoms on Sheltered Coastal Soft Bottoms (Baltic
Sea) - Seasonal Community Production and Respiration.
J. Mar. Sci. Eng. 9, 949.
https://doi.org/10.3390/jmse9090949

Kelly, M., Bennion, H., Burgess, A, Ellis, ]., Juggins, S., Guthrie,
R., Yallop, M., 2009. Uncertainty in ecological status
assessments of lakes and rivers using diatoms. Hydro-
biologia, 627, 5-15.
https://doi.org/10.1007/s10750-009-9872-z

Kirk, ].T.0., 1994. Light and Photosynthesis in Aquatic Ecosys-
tems. Cambridge University Press, Cambridge, 509 pp.
https://doi.org/10.1017/CB09780511623370

Kuriyama, K., Griindling-Pfaff, S., Diehl, N., Woelfel, ]., Kar-
sten, U., 2021. Microphytobenthic primary production
on exposed coastal sandy sediments of the Southern
Baltic Sea using ex situ sediment cores and oxygen op-
todes. Oceanologia 63, 247-260.
https://doi.org/10.1016/j.ocean0.2021.02.002


https://oceanologia.eu/library/67_4/PDF/Janssen_et_al_SupMat_TAB.pdf
https://doi.org/10.1016/j.ecolind.2016.12.003
https://doi.org/10.1007/s13280-016-0778-5
https://CRAN.R-project.org/package=vegan
https://doi.org/10.1038/s41587-019-0209-9
https://doi.org/10.1128/AEM.01630-16
https://doi.org/10.1111/j.0022-3646.1996.00064.x
https://doi.org/10.1201/9781482298550-4
https://doi.org/10.1038/nmeth.3869
https://doi.org/10.1002/ecy.1837
https://doi.org/10.1046/j.1365-2656.2000.00434.xx
https://doi.org/10.1016/0302-184X(84)90002-7
https://doi: 10.1515/BOT.2009.074
https://www.algaebase.org
https://doi.org/10.1017/S0025315400016660
https://doi.org/10.1111/1365-2745.13322
https://doi.org/10.1038/s41467-024-51636-8
https://doi.org/10.3390/jmse9090949
https://doi.org/10.1007/s10750-009-9872-z
https://doi.org/10.1017/CBO9780511623370
https://doi.org/10.1016/j.oceano.2021.02.002

Benthic diatom communities i

Kuriyama, K., Heesch, S., Karsten, U., Schumann, R., 2023.
Benthic diatom diversity in a turbid brackish lagoon of
the Baltic Sea. Phycologia, 62, 164-178.
https://doi.org/10.1080/00318884.2022.2151288

Kwandrans, J., Eloranta, P, Kawecka, B., Wojtan, K., 1998.
Use of benthic diatom communities to evaluate water
quality in rivers of southern Poland. ]. Appl. Phycol. 10,
193-201.
https://doi.org/10.1023/A:1008087114256

Lindstréom, M., 2000. Seasonal Changes in the Underwa-
ter Light Milieu in a Finnish Baltic. Geophysica 236,
15-232.

Luhtala, H., Tolvanen, H., Kalliola, R., 2013. Annual spatio-
temporal variation of the euphotic depth in the SW-
Finnish archipelago, Baltic Sea. Oceanologia 55, 359
-373.
https://doi.org/10.5697 /0c.55-2.359

Lundkvist, M., Grue, M., Friend, P. L., Flindt, M. R., 2007. The
relative contributions of physical and microbiological
factors to cohesive sediment stability. Cont. Shelf Res.
27,1143-1152.
https://doi.org/10.1016/j.csr.2006.01.021

McGee, D., Laws, R.A., Cahoon, L.B., 2008. Live benthic
diatoms from the upper continental slope: extending
the limits of marine primary production. Mar. Ecol.
Prog. Ser. 356, 103-112.
https://doi.org/10.3354 /meps07280

McMurdie, PJ., Holmes, S., 2013. phyloseq: an R package
for reproducible interactive analysis and graphics of
microbiome census data. PLoS One 8 (4), e61217.
https://doi.org/10.1371 /journal.pone.0061217

Miller, D.C., Geider, R.]., MacIntyre, H.L., 1996. Microphyto-
benthos: The ecological role of the “secret garden” of
unvegetated, shallow-water marine habitats. 1I. role in
sediment stability and shallow-water food webs. Estu-
aries Coast. 19, 202-212.
https://doi.org/10.2307 /1352224

Nelson, D.M., Tréguer, P.,, Brzezinski, M.A., Leynaert, A,
Quéguiner, B., 1995. Production and dissolution of bio-
genic silica in the ocean: Revised global estimates, com-
parison with regional data and relationship to biogenic
sedimentation. Global Biogeochem. Cy. 9, 359-372.
https://doi.org/10.1029/95GB01070

Oberle, FK,, Storlazzi, C.D., Hanebuth, T.J., 2016. What a
drag: Quantifying the global impact of chronic bottom
trawling on continental shelf sediment. ]. Mar. Syst.
159, 109-1109.
https://doi.org/10.1016/j.jmarsys.2015.12.007

O’Neill, E, Summerbell, K.D., 2016. The hydrodynamic drag
and the mobilisation of sediment into the water column
of towed fishing gear components. ]J. Mar. Syst. 164,
76-84.
https://doi.org/10.1016/j.jmarsys.2016.08.008

Palanques, A., Guillén, ]., Puig, P, 2001. Impact of bottom
trawling on water turbidity and muddy sediment of

www.czasopisma.pan.pl P N www.journals.pan.pl

reas of the German Baltic Sea 12/13

an unfished continental shelf. Limnol. Oceanogr. 46,
1100-1110.
https://doi.org/10.4319/10.2001.46.5.1100

Paterson, D.M., 1989. Short-term changes in the erodibility
of intertidal cohesive sediments related to the migratory
behavior of epipelic diatoms. Limnol. Oceanogr. 34,
223-234.
https://doi.org/10.4319/10.1989.34.1.0223

Pedregosa, F, Varoquaux, G., Gramfort, A., Michel, V., Thirion,
B., Grisel, 0., Cournapeau, D., 2011. Scikit-learn: Ma-
chine Learning in Python. ]. Mach. Learn. Res. 12,
2825-2830.
https://doi.org/10.48550/arXiv.1201.0490

Prelle, L.R., Karsten, U., 2022. Photosynthesis, Respiration,
and Growth of Five Benthic Diatom Strains as a Function
of Intermixing Processes of Coastal Peatlands with the
Baltic Sea. Microorganisms, 10, 749.
https://doi.org/10.3390/microorganisms10040749

Prelle, L.R., Albrecht, M., Karsten, U., Damer, P, Giese, T,
Jahns, ], Glaser, K., 2021. Ecophysiological and Cell
Biological Traits of Benthic Diatoms from Coastal Wet-
lands of the Southern Baltic Sea. Front. Microbiol. 12,
642-811.
https://doi.org/10.3389/fmicb.2021.642811

Quast, C., Pruesse, E., Yilmaz, P, Gerken, ]., Schweer, T,
Yarza, P, Glockner, F. 0., 2013. The SILVA ribosomal
RNA gene database project: improved data processing
and web-based tools. Nucleic Acids Res. 41, 590-596.
https://doi.org/10.1093 /nar/gks1219

Ragueneau, O., Schultes, S., Bidle, K., Claquin, P, Moriceau,
B., 2006. Si and C interactions in the world ocean: Im-
portance of ecological processes and implications for
the role of diatoms in the biological pump. Global Bio-
geochem. Cy. 20, GB4S02.
https://doi.org/10.1029/2006GB002688

Raven, |. A, Kiibler, |. E., Beardall, ]., 2000. Put out the light,
and then put out the light. ]. Mar. Biol. Assoc. UK. 80,
1-25.
https://doi:10.1017/S0025315499001526

Robinson, D.H., Arrigo, K.R,, Iturriaga, R., Sullivan, C.W,,
1995. Microalgal light-harvesting in extreme low-light
environments in McMurdo Sound, Antarctica. ]. Phycol.
31, 508-520.
https://doi.org/10.1111/j.1529-8817.1995.tb02544
X

Salonen, A., Salojarvi, J., Lahti, L., de Vos, W,, 2012. The
adult intestinal core microbiota is determined by analy-
sis depth and health status. Clin. Microbiol. Infect. 18,
16-20.
https://doi.org/10.1111/j.1469-0691.2012.03855.x

Savchuk, O.P, 2018. Large-Scale Nutrient Dynamics in the
Baltic Sea, 1970-2016. Front. Mar. Sci. 5, 95.
https://doi.org/10.3389/fmars.2018.00095

Schubert, H., Sagert, S., Forster, R.M., 2001. Evaluation of
the different levels of variability in the underwater light


https://doi.org/10.1080/00318884.2022.2151288
https://doi.org/10.1023/A:1008087114256
https://doi.org/10.5697/oc.55-2.359
https://doi.org/10.1016/j.csr.2006.01.021
https://doi.org/10.3354/meps07280
https://doi.org/10.1371/journal.pone.0061217
https://doi.org/10.2307/1352224
https://doi.org/10.1029/95GB01070
https://doi.org/10.1016/j.jmarsys.2015.12.007
https://doi.org/10.1016/j.jmarsys.2016.08.008
https://doi.org/10.4319/lo.2001.46.5.1100
https://doi.org/10.4319/lo.1989.34.1.0223
https://doi.org/10.48550/arXiv.1201.0490
https://doi.org/10.3390/microorganisms10040749
https://doi.org/10.3389/fmicb.2021.642811
https://doi.org/10.1093/nar/gks1219
https://doi.org/10.1029/2006GB002688
https:// doi:10.1017/S0025315499001526
https://doi.org/10.1111/j.1529-8817.1995.tb02544.x
https://doi.org/10.1111/j.1529-8817.1995.tb02544.x
https://doi.org/10.1111/j.1469-0691.2012.03855.x
https://doi.org/10.3389/fmars.2018.00095

www.czasopisma.pan.pl P
Benthic diatom communities i

N www.journals.pan.pl

reas of the German Baltic Sea 13/13

field of a shallow estuary. Helgoland Mar. Res. 55,
12-22.
https://doi.org/10.1007/s101520000064

Schultz, K., Drefdler, M., Karsten, U., Mutinova, P.T,, Prelle,
L.R.,, 2024. Benthic diatom community response to the
sudden rewetting of a coastal peatland. Sci. Total Envi-
ron. 955, 177053.
https://doi.org/10.1016/j.scitotenv.2024.177053

Sciberras, M., Hiddink, ].G., Jennings, S., Szostek, C.L.,
Hughes, K.M., Kneafsey, B., Kaiser, M.]., 2018. Response
of benthic fauna to experimental bottom fishing: A global
meta-analysis. Fish. Aquat. Ecol. 19, 698-715.
https://doi.org/10.1111/faf.12283

Serddio, J., Paterson, D.M., 2022. Role of microphytobenthos
in the functioning of estuarine and coastal ecosystems.
[In:] Life below water, Springer International Publish-
ing, Cham, 894-906.

Shetty, S.A., Hugenholtz, E, Lathi, L., Schmidt, H., de Vos,
W.M,, 2017. Intestinal microbiome landscaping: insight
in community assemblage and implications for micro-
bial modulation strategies. FEMS Microbiol. Rev. 41,
182-199.
https://doi.org/10.1093 /femsre/fuw045

Stachura-Suchoples, K., 2001. Bioindicative values of dom-
inant diatom species from the Gulf of Gdansk (South-
ern Baltic Sea). [In:] Studies on Diatoms. Jahn, R., Ko-
ciolek, J.P, Witkowski, A., Compére P. (Eds). Lange-
Bertalot-Festschrift, Koeltz Scientific Books, Konig-
stein, 477-490.

Tauber, F, Lemke, W,, 1995. Map of sediment distribution
in the Western Baltic Sea (1:100,000), Sheet “Darf3”.
Deutsche Hydrogr. Z.47,171-178.
https://doi.org/10.1007/BF02736203

Tauber, F, Lemke, W, Endler, R., 1999. Map of sediment
distribution in the Western Baltic Sea (1:100,000), Sheet
Falster - Mgn. Deutsche Hydrogr. Z. 51, 5-32.
https://doi.org/10.1007/BF02763954

Underwood, G., Kromkamp, J., 1999. Primary production
by phytoplankton and microphytobenthos in estuaries.
Adv. Ecol. Res. 29,93-153.

https://doi.org/10.1016/S0065-2504(08)60192-0

Urban-Malinga, B., Wiktor, J., 2003. Microphytobenthic pri-
mary production along a non-tidal sandy beach gradi-
ent: an annual study from the Baltic Sea. Oceanologia
45, 705-720.

Vilbaste, S., Sundbick, K., Nilsson, C., Truu, J., 2000. Distri-
bution of benthic diatoms in the littoral zone of the Gulf
of Riga, the Baltic Sea. Eur. ]. Phycol. 35, 373-385.
https://doi.org/10.1080/09670260010001735981

Villanova, V,, Fortunato, E.A., Singh, D., Dal Bo, D., Conte, M.,
Obata, T, ... Finazzi, G., 2017. Investigating mixotrophic
metabolism in the model diatom Phaeodactylum tricor-
nutum. Philos. Trans. R. Soc. Lond. B Biol. Sci. 372
(1728),20160404.
https://doi.org/10.1098/rstb.2016.0404

Virta, L., Soininen, ]., 2017. Distribution patterns of epilithic
diatoms along climatic, spatial and physicochemical
variables in the Baltic Sea. Helgoland Mar. Res. 71, 16.
https://doi.org/10.1186/s10152-017-0496-9

Wickham, H. 2016. ggplot2: Elegant Graphics for Data
Analysis. Springer-Verlag, New York.

Accessed at https://ggplot2.tidyverse.org

Witkowski, A., 1994. Recent and fossil diatom flora of the
Gulf of Gdansk, Southern Baltic Sea. Bibliotheca Diato-
mologica 28, ]. Cramer in der Gebriider-Borntraeger-
Verlags-Buchhandlung, Berlin, Stuttgart, 313 pp.

Witkowski, A., 2000. Diatom Flora of Marine Coasts I. Icono-
graphia Diatomologica 7, Koeltz Scientific Books, Konig-
stein, 925 pp.

Woelfel, ., Schoknecht, A., Schumann, R., Karsten, U., 2014.
Growth and primary production characteristics of three
benthic diatoms from the brackish Southern Baltic Sea
in relation to varying environmental conditions. Phy-
cologia 53, 639-651.
https://doi.org/10.2216/14-019.1

Zimmermann, J., Jahn, R., Gemeinholzer, B., 2011. Barcod-
ing diatoms: evaluation of the V4 subregion on the 18S
rRNA gene, including new primers and protocols. Org.
Divers. Evol. 11, 173-192.
https://doi.org/10.1007/s13127-011-0050-6


https://doi.org/10.1007/s101520000064
https://doi.org/10.1016/j.scitotenv.2024.177053
https://doi.org/10.1111/faf.12283
https://doi.org/10.1093/femsre/fuw045
https://doi.org/10.1007/BF02736203
https://doi.org/10.1007/BF02763954
https://doi.org/10.1016/S0065-2504(08)60192-0
https://doi.org/10.1080/09670260010001735981
https://doi.org/10.1098/rstb.2016.0404
https://doi.org/10.1186/s10152-017-0496-9
https://ggplot2.tidyverse.org
https://doi.org/10.2216/14-019.1
https://doi.org/10.1007/s13127-011-0050-6

	Introduction
	Material and methods
	Site description
	Field sampling and diatom analysis
	Molecular sampling and DNA extraction
	Bioinformatics
	Statistics

	Results
	Discussion
	Conclusion

